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  ﯽداﻧﺸﮕﺎه ﻋﻠﻮم ﭘﺰﺷﻜ
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و (  esremylop ANRﻣﺎﻧﻨـﺪ ﻣﯿﺰﺑـﺎن )ﺑـﺮ ﻓﺎﮐﺘﻮرﻫـﺎی ﺳـﻠﻮﻟﯽ  xBHژن ﻣﻘﺪﻣـﻪ و ﻫـﺪف: 
ﺗﺎﺛﯿﺮ ﮔﺬار اﺳﺖ و ﺟﻬـﺶ ﻫـﺎی  retomorp cimonegerp(و  II recnahnEﻣﺎﻧﻨﺪ )وﯾﺮوﺳﯽ 
ﺳﺒﺐ ﮐﺴﺐ ﺧﺼﻮﺻﯿﺎت ﺟﺪﯾﺪ وﯾﺮوﺳﯽ ﻣﯽ ﺷﻮد  II recnahnEو ﻧﺎﺣﯿﻪ  رخ داده در اﯾﻦ ژن 
اﯾﻦ ﻣﻄﺎﻟﻌﻪ ﻫﺪف ﺑﺮرﺳـﯽ در  ﮐﻪ ﻣﻌﻤﻮﻻ ﺑﺎ ﻣﺰﻣﻦ ﺷﺪن و اﯾﺠﺎد ﺳﺮﻃﺎن در ارﺗﺒﺎط ﻫﺴﺘﻨﺪ.
و وﯾـﺮوس  xBHﺟﻬﺶ ﻫﺎی رخ داده در اﯾﻦ ﻧﺎﺣﯿﻪ و ﺗﺎﺛﯿﺮات اﺣﺘﻤﺎﻟﯽ اﯾﻦ ﺟﻬﺶ ﻫﺎ ﺑـﺮ ژن 
  در روﻧﺪ ﻋﻔﻮﻧﺖ زاﯾﯽ ﻣﯽ ﺑﺎﺷﺪ. Bﻫﭙﺎﺗﯿﺖ 
ﻧﻤﻮﻧﻪ ﺳﺮم ﺑﯿﻤﺎران  ٠٥ ،ﻧﻤﻮﻧﻪ ﺳﺮم ﺑﯿﻤﺎران ﻣﺒﺘﻼ ﺑﻪ ﻋﻔﻮﻧﺖ ﺣﺎد ۳۳ﺗﻌﺪاد  ﻣﻮاد و روش ﻫﺎ:
اﺑﺘﺪا از ﻧﻈﺮ  VBHﻧﺎﺷﯽ از   CCHﻧﻤﻮﻧﻪ ﺑﺎﻓﺘﯽ ﺑﯿﻤﺎران ﻣﺒﺘﻼ ﺑﻪ  33ﻣﺒﺘﻼ ﺑﻪ ﻋﻔﻮﻧﺖ ﻣﺰﻣﻦ و 
اﻧـﺪازه ﮔﯿـﺮی ﺷـﺪﻧﺪ ﺳـﭙﺲ  RCP-emitlaerﺗﻮﺳـﻂ  daoL VBHوﺟﻮد ﺗﻌـﺪاد ﮐﭙـﯽ ﻫـﺎی 
ﻣـﻮرد ارزﯾـﺎﺑﯽ ﻗـﺮار  xBH-RCPﺑـﺎ اﺳـﺘﻔﺎده از  xBHﺑﯿﻤﺎران از ﻟﺤﺎظ ﻣﺜﺒﺖ و ﻣﻨﻔﯽ ﺑﻮدن 
ﻧﻤﻮﻧﻪ ﻫﺎی ﻣﺸﮑﻮک ﺑـﻪ داﺷـﺘﻦ  xBH– MRH-RCPﮔﺮﻓﺘﻨﺪ و در اداﻣﻪ ﺑﺎ اﺳﺘﻔﺎده از روش 
  .ﻣﻮرد آﻧﺎﻟﯿﺰ ﻗﺮار ﮔﺮﻓﺘﻨﺪو ﺳﮑﺎﻧﺴﯿﻨﮓ    ،ﺟﻬﺶ ﺷﻨﺎﺳﺎﯾﯽ
ﻫـﯿﭻ  و در ﺑﯿﻤﺎران ﻣﺒﺘﻼ ﺑـﻪ ﻋﻔﻮﻧـﺖ ﺣـﺎد xBHﺟﻬﺶ ﻫﺎی ﺷﻨﺎﺳﺎﯾﯽ ﺷﺪه در ژن  ﯾﺎﻓﺘﻪ ﻫﺎ:
رخ ﻧـﺪاده ﺑﻮدﻧـﺪ وﻟـﯽ در  ۱۴۷۱ﺗـﺎ  ۶۳۶۱ ﻮﺗﯿـﺪیﺌﻧﻮﮐﻠﺑـﺎ ﻃـﻮل  II recnahnEدر ﻧﺎﺣﯿﻪ  ﮐﺪام
ﺟﻬـﺶ در اﯾـﻦ ﻧﺎﺣﯿـﻪ  ۸ CCHﺟﻬﺶ و در ﺑﯿﻤﺎران ﻣﺒﺘﻼ ﺑﻪ  ۹ﻣﺰﻣﻦ  ﻣﺒﺘﻼ ﺑﻪ ﻋﻔﻮﻧﺖ ﺑﯿﻤﺎران
  ﺷﻨﺎﺳﺎﯾﯽ ﺷﺪﻧﺪ.
ﺟﻬﺶ ﻫﺎی ﺷﻨﺎﺳﺎﯾﯽ ﺷﺪه در اﯾﻦ ﺑﯿﻤﺎران اﺣﺘﻤﺎﻻ در ﭘﯿﺸﺮﻓﺖ ﺳﺮﯾﻌﺘﺮ ﺑﯿﻤـﺎری  ﻧﺘﯿﺠﻪ ﮔﯿﺮی:
ﺑﺎ ﺗﻮﺟﻪ ﺑﻪ ﺷـﻨﺎﺧﺖ و ﻋﻤﻠﮑـﺮد  . ﻧﻘﺶ دارﻧﺪ CCHﺑﻪ ﺳﻤﺖ ﻣﺰﻣﻦ ﺷﺪن و در اﯾﺠﺎد و ﺗﻬﺎﺟﻢ 
 نژ رد ﻪﮐ ﯽﺗاﺮﯿﯿﻐﺗ و ﺎﻫ ﺶﻬﺟ ﻦﯾاHBx  و سوﺮـﯾو ﯽﺘﯿـﺴﻧژﻮﺗﺎﭘ ناﻮﺗ ﯽﻣ ﺪﯾآ ﯽﻣ دﻮﺟو ﻪﺑ
 ﺎﻣﻮﻨﯿﺳرﺎﮐ ﺎﯾ زوﺮﯿﺳ دﺎﺠﯾا و یﺪﺒﮐ ﺖﻓﺎﺑ ﺐﯾﺮﺨﺗ تﺪﺷﺪﺷﺎﺑ ﻪﺘﺷاد ﺶﻘﻧ ﺪﻧاﻮﺗ ﯽﻣ.  
:یﺪﯿﻠﮐ نﺎﮔژاو Hepatitis B virus ،HBx ،Hepato Cellular Cancer  ،Enhancer II  
 
Abstract 
Introduction & Objective: HBx gene affects on host (RNA polymerse) and 
viral factors (Enhancer II and pregenomic promoter) so mutations in this 
region and Enhancer II acquire that are usually associated with new viral 
characteristics. The aim of this study was to investigate the mutations in 
region and the possible effects of these mutations on infection and 
pathogenicity of HBV. 
Materials and Methods: 33 serum samples of patients with acute infection, 
50 serum samples of patients with chronic infection and 33 tissue samples 
of patients with HCC caused by HBV were measured by realtime-PCR for 
HBV load. Patients were then evaluated for HBx positive and negative 
using PCR-HBx, suspected mutant specimens were identified, sequenced 
and analyzed using HRM-PCR method. 
Results: Mutations identified in the HBx gene and in patients with acute 
infection did not occur in the Enhancer II region (nucleotide length 1636 to 
1741), but in patients with chronic infection 9 mutations and in patients with 
HCC 8 Mutations were identified in this area. 
Conclusion: The mutations identified in these patients to contribute, 
progression of the disease to chronicity, and to the establishment of HCC. 
Given the recognition and function of these mutations and alterations in the 
HBx gene, the pathogenicity of the virus and the severity of hepatic tissue 
destruction and the development of cirrhosis or carcinoma in patients can 
be speculated. 
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